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Figure 1 SEQ NO ID : 3 
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^indicates the start of exon 1 
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Figure 2 SEQ NO ID : 5 



Sequence alignment of the 4 alleles 

Variations in transcription factor binding sites are marked with boxes 
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51 TAGCTTGGTG GTATAATTAA AATGCCACCA AAGTTTATAC AATAATTGTA 
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4 01 GTTAATTTA GAACAATGCC ATTCCATTTC CTGTATA ATG AGTCgC TTCTT 4 50 

4 01 GTTAATTTA GAACAATGCC ATTCCATTTC CTGTATAATG AGTCaEtT GTT 4 50 

4 01 GTTAATTTA GAACAATGCC ATTCCATTTC CTGTATAATG AGlicA TTTC^TT 4 50 

4 01 GTTAATTTA GAACAATGCC ATTCCATTTC CTGTATAATG AGTCA IITTGTT 450 
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451 TGTTGTAAA CTCTCCTTAG AATTTCTTGG GAGAGGAACT GAACAGAACAT 500 

451 TGTTGTAAA CTCTCCTTAG AATTTCTTGG GAGAGGAACT GAACAGAACAT 500 

4 51 TGTTGTAAA CTCTCCTTAG AATTTCTTGG GAGAGGAACT GAACAGAACAT 500 

4 51 TGTTGTAAA CTCTCCTTAG AAljTTCTTGG GAGAgGAA^T GAACAGAACAT 500 
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Figure 2 (continued) SEQ NO ID : 5 
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